
Research Article                                                  Volume 08 Issue No. 01. 2017 

           E-ISSN: 2574-8297 

1 
Illinois Medical Bulletin 

Downloaded from Illinois Medical Bulletin 

Copyright © American Medical Publication. All rights reserved 

 

 

 

The Role of Antibiotic Exposure in the Pathogenesis of 

Clostridium difficile Infection: A Review of the Evidence  

1A.Broughton, 2A. Brown 
1,2 University of Illinois College of Medicine 

Corresponding Email : broughtonmd183737@gmail.com  

 

Article History :  

Received date   : 2016/10/12 

Revised date   : 2016/11/28 

Accepted date   : 2016/12/09 

Published date  : 2017/01/13 

 

 

ABSTRACT 

Introduction: During the first decade of the 21st century, Clostridium difficile infection (CDI) 

evolved into a major public health threat, marked by a dramatic increase in incidence, severity, 

and mortality in healthcare settings. It became widely accepted that the single most important 

predisposing factor for this iatrogenic infection was prior exposure to antimicrobial agents. 

This review synthesises the key literature published between 2001 and 2009 that elucidated the 

relationship between antibiotic use and the development of CDI. 

Literature Review: Epidemiological studies during this period consistently confirmed a 

strong, causal association between antecedent antibiotic therapy and CDI. While clindamycin 

and cephalosporins remained known risks, literature from this decade highlighted the critical 

role of fluoroquinolones in driving a new epidemic. The core pathogenic mechanism was 

clarified as a profound disruption of the normal gut microbiota’s colonization resistance, which 

creates an ecological vacuum allowing toxigenic C. difficile to proliferate. This era was defined 

by the emergence and global spread of a hypervirulent epidemic strain (NAP1/BI/027), whose 
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rise was strongly linked to its resistance to the widely used fluoroquinolones. This evidence 

provided a major impetus for the development of formal antimicrobial stewardship programs 

to control CDI. 

Conclusion: The evidence from 2001-2009 definitively established that antibiotic use 

facilitates CDI by degrading the protective gut microbial community. The emergence of a 

fluoroquinolone-resistant epidemic strain during this time provided a stark example of this 

principle, cementing antimicrobial stewardship as a cornerstone of CDI prevention. 

Keywords: Clostridium difficile, Antibiotic-Associated Diarrhea, Antimicrobial Stewardship, 

Gut Microbiota, Fluoroquinolones. 

INTRODUCTION 

Clostridium difficile infection (CDI), a toxin-mediated enteric disease, became one of the most 

significant challenges in healthcare-associated infections during the 2000s. The decade was 

characterized by a dramatic and alarming rise in the incidence, severity, and recurrence rates 

of CDI across North America and Europe. This shift transformed what was once considered a 

manageable diarrheal illness into a cause of severe pseudomembranous colitis, toxic 

megacolon, and substantial mortality. While patient-related factors such as advanced age and 

co-morbidities contribute to susceptibility, the literature from this period unequivocally 

solidified the role of antecedent antibiotic exposure as the most critical and modifiable risk 

factor for the disease. 

The fundamental principle is that antibiotics, while essential for treating bacterial infections, 

cause significant collateral damage to the host's indigenous microbial populations. This review 

aims to examine the key scientific and clinical literature published during the crucial period of 

2001 to 2009 that defined our understanding of how antibiotic therapy precipitates CDI and 

how this relationship was amplified by the emergence of a new, highly virulent epidemic strain. 

LITERATURE REVIEW 

The evidence base linking antibiotic exposure to CDI that was consolidated between 2001 and 

2009 is multifaceted, encompassing epidemiological confirmation, mechanistic understanding, 

and the clinical consequences of a newly emerged epidemic strain. 
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Numerous epidemiological studies published in this decade rigorously quantified the risk 

associated with specific antimicrobial classes. While older literature had long implicated 

clindamycin, studies in the 2000s repeatedly confirmed the high risk also associated with 

second and third-generation cephalosporins. More importantly, this period saw the 

identification of fluoroquinolones as a major new driver of CDI. A landmark study by Pepin et 

al. (2005) traced a decade-long outbreak in Quebec, Canada, and demonstrated that the 

widespread use of fluoroquinolones was a key factor associated with the dramatic increase in 

CDI incidence and related mortality. This finding was supported by multiple other 

investigations, cementing the link between prescribing trends and CDI epidemiology. 

The underlying pathogenic mechanism was understood to be the profound disruption of the gut 

microbiota. A healthy, diverse intestinal microbiome provides "colonization resistance," a 

critical host defense whereby commensal bacteria prevent the engraftment of pathogens by 

competing for nutrients and attachment sites, and by producing inhibitory substances (Johnson 

and Gerding, 2004). Broad-spectrum antibiotics decimate this protective community. Literature 

from this period described how this antimicrobial-induced dysbiosis creates a permissive 

environment where the naturally resistant spores of C. difficile can germinate into vegetative, 

toxin-producing bacteria without competition. The two major toxins, Toxin A (an enterotoxin) 

and Toxin B (a cytotoxin), then cause the characteristic colonic inflammation and diarrhea 

(Bartlett, 2002). 

The story of CDI in the 2000s is incomplete without discussing the emergence of a particularly 

virulent strain, known variously as North American pulsed-field gel electrophoresis type 1 

(NAP1), restriction-endonuclease analysis type BI, or polymerase chain reaction ribotype 027. 

This strain was first widely reported in large outbreaks in Canada and the United States around 

2003. Seminal studies by Loo et al. (2005) and McDonald et al. (2005) characterized this strain, 

finding that it was associated with more severe disease, higher relapse rates, and increased 

mortality. Mechanistically, it was shown to produce significantly higher quantities of Toxins A 

and B and to possess an additional binary toxin. Crucially, the NAP1/BI/027 strain harbored a 

mutation conferring high-level resistance to fluoroquinolones, providing a clear selective 

advantage for its proliferation in hospital environments where these drugs were heavily used. 

The overwhelming evidence linking antibiotic use—and misuse—to the CDI epidemic 

provided a powerful impetus for the formalization of antimicrobial stewardship programs. 
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Reviews and guidelines published in this era increasingly emphasized that the judicious use of 

antibiotics was not just important for preventing antimicrobial resistance, but was a primary 

tool for CDI prevention (Gerding, 2004). 

CONCLUSION 

The literature published between 2001 and 2009 provides a clear and compelling narrative of 

how antibiotic exposure acts as the primary catalyst for Clostridium difficile infection. The 

fundamental mechanism of disrupting the protective gut microbiota was well-established, and 

the specific antimicrobial classes posing the highest risk were repeatedly identified. 

This understanding was brought into sharp focus by the devastating emergence of the 

hypervirulent NAP1/BI/027 strain. The strong association between its spread and the 

widespread use of fluoroquinolones served as a stark, real-world illustration of how antibiotic 

selection pressure can drive the evolution and success of a dangerous pathogen. The evidence 

from this critical decade definitively confirmed that prudent antibiotic prescribing and robust 

antimicrobial stewardship are not merely best practice, but are essential, life-saving strategies 

in the prevention and control of this severe iatrogenic infection. 
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